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:quence listing 

<110> E. I. du Pont de Nemour^ and Company 

<120> Chromatin Associated Proteins 

<130> BB-1118-A 

<140> 
<141> 

<150> 60/092,841 

<151> July 14, 1998 

<160> 8 



<170> Microsoft Office 97 

<210> 1 

<211> 1990 

<212> DNA 

<213> Oryza sativa 



<400> 1 

gctacttcta 

cgcaccgcat 

aggtgctcaa 

acgtcgcctt 

agcgcttcaa 

cctacgccgg 

tcaactgggc 

tcaacgacat 

tggatatcga 

tgatgacggt 

atattgggca 

acgacgagag 

gccctggcgc 

gcttcaacct 

tcccgctgtt 

gctatgagac 

attttgagta 

aaaacacacg 

ttcgacatgc 

aagatgaaga 

atgatgtcaa 

agagagagtc 

acaccaaggg 

ccgatgcaag 

caaacaaatt 

aaaacttagt 

tgaagcagag 

cctttcgaac 

tctattatta 

atattctgga 

aatgtatgta 

gctttgtctc 

attactgcat 

aaaaaaaaaa 



cgacgcggag 
ccggatgacc 
gccccacccg 
cctccgctcc 
cgtcggcgag 
gggatccgtc 
cggcggcctc 
cgtcctcgcc 
tatccaccat 
ctcgttccac 
ctcaaagggg 
ctaccagtcg 
ggtggtgct c 
gtcaatcagg 
gctgcttggt 
aggagttgca 
ctttggtcca 
ccagcagttg 
tcctagcgtc 
ccaagaggat 
acctttggat 
tgctgaaaca 
cacagaacct 
tgcgatggcc 
gcaagatcaa 
aactgatgcc 
agttcatgcc 
tggtggtgtt 
gctttagttt 
tctatcaagc 
tatgtaagta 
tcttctcatc 
tcttaaaagt 



gtggggaact 
cacgcgctgc 
gcgcgcgacc 
gtcacgccgg 
gactgccccg 
ggcggcgccg 
caccacgcca 
atcctcgagc 
ggggatggtg 
aagtttgggg 
aagtattact 
ttgttcaagc 
cagtgcggtg 
ggccacgcgg 
ggtggtgggt 
cttggtcatg 
gattatacac 
gatgatataa 
caatttcaag 
cctgatgaaa 
gactcaggaa 
gatgccgcag 
gcggctgatg 
atagacgaac 
ccatcggtgc 
atctatcatc 
ataccaaaag 
ttgtgcaata 
aaccctgtct 
aatgtgagac 
tagggacagg 
cctaatacct 
gctcatttag 



actactabgg 
tcgccca^ta 
gcgaccti 
agacccag^a 
tcttcgac( 
tcaagctc; 
agaagtgcg; 
tcctcaaat. 
tggaggaggc 
attatttccc 
ctctgaatgt 
cgatcatggg 
cggactctct 
aatgcgtgag 
ataccataag 
agctcactga 
ttcatgttgc 
gatcaagact 
agcgaccccc 
ggcaccatgc 
ggaggagcag 
atcaggatgg 
gagttggttc 
caggctccct 
accagaagac 
cattgattat 
ttatatacca 
catttatgcc 
gctgtcgagc 
ggatgtcaaa 
cagcaggcg i. 
acgtggggtg 
ggtgaaattc 



gcaggggcac 
cggcctcctc 
ccgcttccac 
ggaccagatc 
cctctacagc 
ccacggccac 
ggcctcggga 
ccaccagcgt 
^gttctacacg 
gggaccggg 
^ccgttggac 
gaaggtgatg 
gt^cgggtgat 
attcatgagg 
aa^gttgcg 
caag^atgcct 
accakgtaac 
tcttdataat 
tgaggbtgag 
tgattatgat 
tattcaaaat 
taatagggtc 
ctcgaaacaa 
gaaagtqgag 
ataataglttc 
attggagkaa 
aatttcgaat 
aggctgaita 
aatcggtata 
ccattggttg 
tactttyg^g 
cgtctcgti 
taacatctt) 



ccgatgaagc 
gaccagatgc 
gccgacgact 
cgggcgctca 
ttctgccaga 
gacatcgcca 
ttctgctacg 
gttctctatg 
acggacaggg 
gacattcgcg 
gacggtatcg 
gaggtttttc 
aggttgggtt 
tccttcaatg 
cggtgttggt 
ccaaatgagt 
atggagaaca 
ctttcaaaac 
ctacctgagc 
gtggaaatgg 
gtgagagtta 
gctgcagaga 
actgttccta 
ccagataact 
tctctacctt 
ctcccaactt 
ggtatgtaca 
ttatgtggta 
gtcgtgcaat 
tgacttcagc 
gaagctacaa 
ttgtttaggt 
taaaaaaaaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
16 60 
1920 
1980 
1990 
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<210> 2 

<211> 493 

<212> PRT 

<213> Oryza sativa 

<400> 2 

Tyr Phe Tyr Asp Ala Glu Val Gly Asn Tyr Tyr Tyr Gly Gin Gly His 
i 5 10 15 

Pro Met Lys Pro His Arg He Arg Met Thr His Ala Leu Leu Ala His 
20 25 30 

Tyr Gly Leu Leu Asp Gin Met Gin Val Leu Lys Pro His Pro Ala Arg 
35 40 45 

Asp Arg Asp Leu Cys Arg Phe His Ala Asp Asp Tyr Val Ala Phe Leu 
50 55 60 

Arg Ser Val Thr Pro Glu Thr Gin Gin Asp Gin He Arg Ala Leu Lys 
65 70 75 80 

Gly Glu Asp Cys Pro Val Phe Asp Gly Leu Tyr Ser 

8 5 9o 95 

Gin Thr Tyr Ala Gly Gly Ser Val Gly Gly Ala Val Lys Leu 
iU 100 105 110 

IJ1 ^sri His Gly His Asp He Ala He Asn Trp Ala Gly Gly Leu His His 

111 115 120 125 

Lys Lys Cys Glu Ala Ser Gly Phe Cys Tyr Val Asn Asp He Val 
(1=. -^^^ 

l'^ lie Leu Glu Leu Leu Lys Tyr His Gin Arg Val Leu Tyr Val 

W 145 150 155 160 



M 



Asp He Asp He His His Gly Asp Gly Val Glu Glu Ala Phe Tyr Thr 
165 170 175 

Thr Asp Arg Val Met Thr Val Ser Phe His Lys Phe Gly Asp Tyr Phe 
180 185 190 

Pro Gly Thr Gly Asp He Arg Asp He Gly His Ser Lys Gly Lys Tyr 
195 200 205 

Tyr Ser Leu Asn Val Pro Leu Asp Asp Gly He Asp Asp Glu Ser Tyr 
210 215 220 

Gin Ser Leu Phe Lys Pro He Met Gly Lys Val Met Glu Val Phe Arg 
225 230 235 240 

Pro Gly Ala Val Val Leu Gin Cys Gly Ala Asp Ser Leu Ser Gly Asp 
245 250 255 

Arg Leu Gly Cys Phe Asn Leu Ser He Arg Gly His Ala Glu Cys Val 
260 265 270 

Arg Phe Met Arg Ser Phe Asn Val Pro Leu Leu Leu Leu Gly Gly Gly 
275 280 285 
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Gly Tyr Thr lie Arg Asn Val Ala Arg Cys Trp Cys Tyr Glu Thr Giy 
290 295 300 

Val Ala Leu Gly His Glu Leu Thr Asp Lys Met Pro Pro Asn Glu Tyr 
305 310 315 320 

Phe Glu Tyr Phe Gly Pro Asp Tyr Thr Leu His Val Ala Pro Ser Asn 
325 330 335 

Met Glu Asn Lys Asn Thr Arg Gin Gin Leu Asp Asp lie Arg Ser Arg 
340 345 350 

Leu Leu Asp Asn Leu Ser Lys Leu Arg His Ala Pro Ser Val Gin Phe 
355 360 365 

Gin Glu Arg Pro Pro Glu Ala Glu Leu Pro Glu Gin Asp Glu Asp Gin 
370 375 380 

Glu Asp Pro Asp Glu Arg His His Ala Asp Ser Asp Val Glu Met Asp 
385 390 395 400 

Asp Val Lys Pro Leu Asp Asp Ser Gly Arg Arg Ser Ser He Gin Asn 
405 410 415 

Val Arg Val Lys Arg Glu Ser Ala Glu Thr Asp Ala Ala Asp Gin Asp 
420 425 430 

Gly Asn Arg Val Ala Ala Glu Asn Thr Lys Gly Thr Glu Pro Ala Ala 
435 440 445 

Asp Gly Val Gly Ser Ser Lys Gin Thr Val Pro Thr Asp Ala Ser Ala 
450 455 460 

Met Ala He Asp Glu Pro Gly Ser Leu Lys Val Glu Pro Asp Asn Ser 
465 470 475 480 

Asn Lys Leu Gin Asp Gin Pro Ser Val His Gin Lys Thr 
485 490 

<210> 3 
<211> 1805 
<212> DNA 
<213> Glycine max 

<400> 3 

ctactgcact ctgacactat cagatatcaa tttcagaggc ggactggagg ctggagctgc 60 

ttcaagtctt caactatctg aatttctgaa ctcatccatt cgttagcgca stagaacgaa 120 

aactgagtaa tggaaagtgg agggaactcc cttccatcag ggtcagatgg tgtgaagaga 180 

aaggtttcat atttctatga tccagaggtt ggaaactatt attatgggca gggacaccca 240 

atgaaaccac acaggattcg aatgacacat gctcttttag cccactatgg attgcttcaa 300 

cacatgcagg ttctgaagcc tatggctgct aaagataggg acctttgcaa gttccatgct 360 

gatgattatg tggcctttct gagaggcatc acccctgaaa cgcagcaaga tcaattgaga 420 

cagctgaaga ggtttaatgt tggcgaagac tgccctgtat ttgatggtct ttactctttc 480 

tgccagacat atgcaggagg ttctgttggt ggtgctctaa agttgaacca tggagtatgt 540 

^ — ----aw-v^ uyy i_yy uea uud utjudci agaagtgtga ggcrtctggg bUO 

ttttgctatg ttaatgacat tgtgctggct attttggaac ttctcaaaat acatgagcgt 660 

gttctgtatg tggacattga tatccaccat ggtgatggtg tagaggaggc cttttacacc 720 

accgataggg tcatgactgt ttcgtttcat aagtttgggg attactttcc tggaacaggt 780 

gatattcgtg atattggata tgctaaaggg aaatattatt cactaaatgt tcccttggat 840 

gatggaattg atgatgagag ctatcagtcc ttgtttaagc caataatggg aaaggttatg 900 

3 
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gagattttta 
aggttaggtt 
tcttttaatg 
cgttgttggt 
caacatgaat 
atggaaaaca 
ttatctaggc 
cttctagaga 
agrgaggttg 
gctgaggata 
aaagaggagc 
aagcattact 
ctcctaaagc 
atctggaaac 
gcaagatgaa 
aaaaa 



ggcccggtgc 
gtttcaatct 
ttccccttct 
gtttcgagac 
attatgaata 
agaactcccg 
ttcaacatgc 
gagatgaaga 
gcgatgacag 
aagatacagt 
aggataattt 
gatcaacctt 
agtctggcat 
tgaagagata 
tgtagtagtt 



tgttgtatta 
ttccataaaa 
attgctcggg 
tagcgttgct 
ttttggtcct 
acaattattg 
accaagtgtc 
tcaagatgat 
caatcctgtt 
gtcgggggtg 
aaaagagctt 
ctccttgact 
gcattcatct 
tggtgcaagc 
attttttctg 



caatgtggtg 
ggtcatgcag 
ggaggtggct 
cttgggattg 
gactatactc 
gatgaaataa 
ccattccagg 
agagatgaaa 
cgcagaaggg 
gactcaatgg 
tctgatcaca 
agtgtctgtc 
gacgtctgta 
ttgccttggc 
taaaaaaaaa 



ctgactcttt 
agtgtgtcag 
atacaataag 
aactagatga 
ttcatgttgc 
gagcaaaact 
aacggccacc 
gatgggatcc 
tgaaaagtga 
cagtggatga 
ggccaagatg 
gacctgtaaa 
gtgtttcaaa 
ttttgatgtt 
aaaaaaaaaa 



atctggggac 
atatatgaga 
aaatgtggca 
taagatgcct 
tccaagtaac 
tcttgataat 
tgatgcagag 
cgattctgac 
atgcgttgat 
accatgcatc 
aagcaataat 
ttatagtttc 
tttttgcttt 
tcatattact 
aaaaaaaaaa 



960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1805 



<210> 4 

<211> 473 

<212> PRT 

<213> Glycine max 



Hi 



<400> 4 

Met Glu Ser Gly Gly Asn Ser 
1 5 

Arg Lys Val Ser Tyr Phe Tyr 
20 

Gly Gin Gly His Pro Met Lys 
35 

Leu Leu Ala His Tyr Gly Leu 

50 55 

Met Ala Ala Lys Asp Arg Asp 
65 70 

Val Ala Phe Leu Arg Gly He 
85 

Arg Gin Leu Lys Arg Phe Asn 
100 

Gly Leu Tyr Ser Phe Cys Gin 
115 

Ala Leu Lys Leu Asn His Gly 
130 135 

Gly Gly Leu His His Ala Lys 
145 150 

Val Asn Asp He Val Leu Ala 

1 /- r 
J. 

Arg Val Leu Tyr Val Asp He 
180 



Leu Pro Ser Gly Ser Asp Gly Val Lys 
10 15 

Asp Pro Glu Val Gly Asn Tyr Tyr Tyr 
25 30 

Pro His Arg He Arg Met Thr His Ala 
40 45 

Leu Gin His Met Gin Val Leu Lys Pro 
60 

Leu Cys Lys Phe His Ala Asp Asp Tyr 
75 80 

Thr Pro Glu Thr Gin Gin Asp Gin Leu 
90 95 

Val Gly Glu Asp Cys Pro Val Phe Asp 
105 110 

Thr Tyr Ala Gly Gly Ser Val Gly Gly 
120 125 

Val Cys Asp He Ala He Asn Trp Ala 
140 

Lys Cys Glu Ala Ser Gly Phe Cys Tyr 
155 160 

He Leu Glu Leu Leu Lys He His Glu 
170 175 

Asp He His His Gly Asp Gly Val Glu 
185 190 
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Glu Ala Phe Tyr Thr Thr Asp Arg Val Met Thr Val Ser Phe His Lys 
195 200 205 

Phe Gly Asp Tyr Phe Pro Gly Thr Gly Asp lie Arg Asp lie Gly Tyr 
210 215 220 

Ala Lys Gly Lys Tyr Tyr Ser Leu Asn Val Pro Leu Asp Asp Gly lie 
225 230 235 240 

Asp Asp Glu Ser Tyr Gin Ser Leu Phe Lys Pro He Met Gly Lys Val 
245 250 255 

Met Glu He Phe Arg Pro Gly Ala Val Val Leu Gin Cys Gly Ala Asp 
260 265 270 

Ser Leu Ser Gly Asp Arg Leu Gly Cys Phe Asn Leu Ser lie Lys Gly 
275 280 285 

His Ala Glu Cys Val Arg Tyr Met Arg Ser Phe Asn Val Pro Leu Leu 
290 295 300 

Leu Leu Gly Gly Gly Gly Tyr Thr He Arg Asn Val Ala Arg Cys Trp 
305 310 315 320 

Cys Phe Glu Thr Ser Val Ala Leu Gly He Glu Leu Asp Asp Lys Met 
325 330 335 

Pro Gin His Glu Tyr Tyr Glu Tyr Phe Gly Pro Asp Tyr Thr Leu His 
340 345 350 

Val Ala Pro Ser Asn Met Glu Asn Lys Asn Ser Arg Gin Leu Leu Asp 
355 360 365 

Glu He Arg Ala Lys Leu Leu Asp Asn Leu Ser Arg Leu Gin His Ala 
370 375 380 

Pro Ser Val Pro Phe Gin Glu Arg Pro Pro Asp Ala Glu Leu Leu Glu 
385 390 395 400 

Arg Asp Glu Asp Gin Asp Asp Arg Asp Glu Arg Trp Asp Pro Asp Ser 
405 410 415 

Asp Arg Glu Val Gly Asp Asp Ser Asn Pro Val Arg Arg Arg Val Lys 
420 425 430 

Ser Glu Cys Val Asp Ala Glu Asp Lys Asp Thr Val Ser Gly Val Asp 
435 440 445 

Ser Met Ala Val Asp Glu Pro Cys He Lys Glu Glu Gin Asp Asn Leu 
450 455 460 

Lys Glu Leu Ser Asp His Arg Pro Arg 
465 470 

<210> 5 

<211> 541 

<212> DNA 

<213> Triticum aestivum 
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<220> 

<221> unsure 

<222> (134) 

<220> 

<221> unsure 

<222> (387) 

<220> 

<221> unsure 

<222> (417) 

<220> 

<221> unsure 

<222> (433) 

<220> 

<221> unsure 

<222> (464) 

<220> 

<221> unsure 

<222> (475) 

<220> 

<221> unsure 

<222> (479) 

<220> 

<221> unsure 

<222> (495) 

<220> 

<221> unsure 

<222> (505) 

<220> 

<221> unsure 

<222> (508) 



<400> 5 

cacacaaacc cgcaaaaaca atccatcccc 
cgcgatggac ccttcctcgg ccggcgccgg 
cgggcagaag cggngcgtgt gctacttcta 
gcagggccac ccgatgaagc cgcaccgcat 
cggcctcctc gaccagatgc aggtgctgcg 
ccgcttccac gccgacgact acatctcctt 
agaccaaatt cggggcctca aagcgcntca 
ggctccaaaa gcntctggca aacctaaccg 
caaacaaagg cttgncaacg ccatnaantg 
t 

<210> 6 
<211> 120 
<212> PRT 

<213> Triticum aestivum 



caaaacccca ccgccccgcg gcggcggcgt 60 
cggcaactcg ctgccgtcgg tgggccccga 120 
cgactcggag gtgggcaact actactacgg 180 
ccgcatgacc cactcgctgc tggcgcagta 24 0 
gcccaacccc gcccgcgacc gcgacctctg 300 
cctccgctcc gtcacgcccg agacgcaaca 360 
acgtcggtga agaatggccc gtccttnaag 420 
ggggggctcc gttngggggg gcgtnaaant 4 80 
gtccgggggg gcttgaacac acttaaaaat 540 

541 



<220> 

<221> UNSURE 
<222> (24) 

6 




wo 00/04177 PCT/US99/15807 







<221> 


UNSURE 


<222> 


(108) 


<220> 




<221> 


UNSURE 


<222> 


(118) 


<400> 


6 



Met Asp Pro Ser Ser Ala Gly Ala Gly Gly Asn Ser Leu Pro Ser Val 
15 10 15 

Gly Pro Asp Gly Gin Lys Arg Xaa Val Cys Tyr Phe Tyr Asp Ser Glu 
20 25 30 

Val Gly Asn Tyr Tyr Tyr Gly Gin Gly His Pro Met Lys Pro His Arq 
35 40 45 

He Arg Met Thr His Ser Leu Leu Ala Gin Tyr Gly Leu Leu Asp Gin 
50 55 60 

y Met Gin Val Leu Arg Pro Asn Pro Ala Arg Asp Arg Asp Leu Cys Arq 

'f1 65 70 75 80 

W Ala Asp Asp Tyr lie Ser Phe Leu Arg Ser Val Thr Pro QXm 

la 85 90 95 

Ull 

iUf "^^^ ^^"^ Asp Gin He Arg Gly Leu Lys Arg Xaa Asn Val Gly Glu 

100 105 110 



Glu Trp Pro Val Leu Xaa Gly Leu 
H 115 120 

<210> 7 

P <211> 513 

1=1 <212> PRT 

p <213> Zea mays 

<400> 7 

Met Asp Pro Ser Ser Ala Gly Ser Gly Gly Asn Ser Leu Pro Ser Val 
1 5 10 15 

Gly Pro Asp Gly Gin Lys Arg Arg Val Cys Tyr Phe Tyr Asp Pro Asp 
20 25 30 

Val Gly Asn Tyr Tyr Tyr Gly Gin Gly His Pro Met Lys Pro His Arq 
35 40 45 

He Arg Met Thr His Ser Leu Leu Ala Arg Tyr Gly Leu Leu Asn Gin 
50 55 60 

Met Gin Val Tyr Arg Pro Asn Pro Ala Arg Glu Arg Glu Leu Cys Arq 
65 70 75 80 

Phe His Ala Glu Glu Tyr He Asn Phe Leu Arg Ser Val Thr Pro Glu 
85 90 95 

Thr Gin Gin Asp Gin He Arg Leu Leu Lys Arg Phe Asn Val Gly Glu 
100 105 110 
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Glu Cys Pro Val 
115 

Gly Ala Ser Val 
130 

Ala lie Asn Trp 
145 

Ser Gly Phe Cys 



Leu Lys His His 
180 

Gly Asp Gly Val 
195 

Val Ser Phe His 
210 

Arg Asp lie Gly 
225 

Leu Asp Asp Gly 



lie Met Gly Lys 
260 

Gin Cys Gly Ala 
275 

Leu Ser lie Lys 
290 

Asn Val Pro Leu 
305 

Val Ala Arg Cys 



Pro Glu Asp Lys 
340 

Asp Tyr Thr Leu 
355 

Arg Gin Gin Leu 
370 

Ala Pro Ser Val 
385 

Glu Gin Asp Glu 



Ser Asp Met Glu 
420 



Leu Asp Gly Leu 
120 

Gly Gly Ala Val 
135 

Ser Gly Gly Leu 
150 

Tyr Val Asn Asp 
165 

Glu Arg Val Leu 



Glu Glu Ala Phe 
200 

Lys Phe Gly Asp 
215 

His Ser Lys Gly 
230 

lie Asp Asp Glu 
245 

Val Met Glu Val 



Asp Ser Leu Ser 
280 

Gly His Ala Glu 
295 

Leu Leu Leu Gly 
310 

Trp Cys Tyr Glu 
325 

Met Pro Val Asn 



His Val Ala Pro 
360 

Asp Asp lie Arg 
375 

His Phe Gin Glu 
390 

Asp Gin Asp Asp 
405 

Val Asp Asp His 



Tyr Ser Phe Cys 



Lys Phe Asn His 
140 

His His Ala Lys 
155 

He Val Leu Ala 
170 



Tyr Val Asp He 
185 

Tyr Thr Thr Asp 



Tyr Phe Pro Gly 
220 

Lys Tyr Tyr Ser 
235 

Ser Tyr Gin Ser 
250 

Phe Arg Pro Gly 
265 

Gly Asp Arg Leu 



Cys Val Arg Tyr 
300 

Gly Gly Gly Tyr 
315 

Thr Gly Val Ala 
330 

Glu Tyr Tyr Glu 
345 

Ser Asn Met Glu 



Ser Lys Leu Ser 
380 

Arg Val Pro Asp 
395 

Pro Asp Glu Arg 
410 

Lys Ala Val Glu 
425 



Gin Thr Tyr Ala 
125 

Gly His Asp He 



Lys Cys Glu Ala 
160 

He Leu Glu Leu 
175 

Asp He His His 
190 

Arg Val Met Thr 
205 

Thr Gly Asp He 



Leu Asn Val Pro 
240 

Leu Phe Lys Pro 
255 

Ala Val Val Leu 
270 

Gly Cys Phe Asn 
285 

Met Arg Ser Phe 



Thr He Arg Asn 
320 

Leu Gly Gin Glu 
335 

Tyr Phe Gly Pro 
350 

Asn Lys Asn Thr 
365 

Lys Leu Arg His 



Thr Glu He Pro 
400 

His Asp Pro Asp 
415 

Glu Ser Ser Arg 
430 
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Arg Ser lie Leu 
435 

Thr Arg Val Gin 
450 

Glu Pro Met Ala 
465 

Asp Ala Ser Ala 



Pro Glu Ser Ser 
500 

Pro 



Gly lie Lys He 
440 

Asp Gly Gly Arg 
455 

Glu Asp He Gly 
470 

Met Ala He Asp 
485 

Thr Lys Leu Gin 



Lys Arg Glu Phe 



Val Ala Ser Glu 
460 

Ser Ser Lys Gin 
475 

Glu Pro Ser Asn 
490 

Gly Gin Ala Ala 
505 



Gly Glu Asn Ala 
445 

His Arg Gly Leu 



Ala Pro Gin Ala 
480 

Val Lys Asn Glu 
495 

Ala Tyr His Lys 
510 



<210> 8 

<211> 501 

<212> PRT 

M <213> Arabidopsis thaliana 

H <400> 8 

111 Met Asp Thr Gly Gly Asn Ser Leu Ala Ser Gly Pro Asp Gly Val Lys 

;Q 15 10 15 

Jill 

Arg Lys Val Cys Tyr Phe Tyr Asp Pro Glu Val Gly Asn Tyr Tyr Tyr 
''S 20 25 30 

f Gly Gin Gly His Pro Met Lys Pro His Arg He Arg Met Thr His Ala 

H 35 4 0 4 5 

11 

111 Leu Leu Ala His Tyr Gly Leu Leu Gin His Met Gin Val Leu Lys Pro 

50 55 60 



O: 



Phe Pro Ala Arg Asp Arg Asp Leu Cys Arg Phe His Ala Asp Asp Tyr 
65 70 75 80 

Val Ser Phe Leu Arg Ser He Thr Pro Glu Thr Gin Gin Asp Gin He 
85 90 95 

Arg Gin Leu Lys Arg Phe Asn Val Gly Glu Asp Cys Pro Val Phe Asp 
100 105 110 

Gly Leu Tyr Ser Phe Cys Gin Thr Tyr Ala Gly Gly Ser Val Gly Gly 
115 120 125 

Ser Val Lys Leu Asn His Gly Leu Cys Asp He Ala He Asn Trp Ala 
130 135 140 

Gly Gly Leu His His Ala Lys Lys Cys Glu Ala Ser Gly Phe Cys Tyr 
145 150 155 160 

Val Asn Asp He Val Leu Ala He Leu Glu Leu Leu Lys Gin His Glu 
165 170 175 

Arg Val Leu Tyr Val Asp He Asp He His His Gly Asp Gly Val Glu 
180 185 190 
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Glu Ala Phe Tyr Ala Thr Asp Arg Val Met Thr Val Ser Phe His Lys 
195 200 205 

Phe Gly Asp Tyr Phe Pro Gly Thr Gly His lie Gin Asp lie Gly Tyr 
210 215 220 

Gly Ser Gly Lys Tyr Tyr Ser Leu Asn Val Pro Leu Asp Asp Gly lie 
225 230 235 240 

Asp Asp Glu Ser Tyr His Leu Leu Phe Lys Pro lie Met Gly Lys Val 
245 250 255 

Met Glu lie Phe Arg Pro Gly Ala Val Val Leu Gin Cys Gly Ala Asp 
260 265 270 

Ser Leu Ser Gly Asp Arg Leu Gly Cys Phe Asn Leu Ser lie Lys Gly 
275 280 285 

His Ala Glu Cys Val Lys Phe Met Arg Ser Phe Asn Val Pro Leu Leu 
290 295 300 

Leu Leu Gly Gly Gly Gly Tyr Thr lie Arg Asn Val Ala Arg Cys Trp 
305 310 315 320 

Cys Tyr Glu Thr Gly Val Ala Leu Gly Val Glu Val Glu Asp Lys Met 
325 330 335 

Pro Glu His Glu Tyr Tyr Glu Tyr Phe Gly Pro Asp Tyr Thr Leu His 
340 345 350 

Val Ala Pro Ser Asn Met Glu Asn Lys Asn Ser Arg Gin Met Leu Glu 
355 360 365 

Glu lie Arg Asn Asp Leu Leu His Asn Leu Ser Lys Leu Gin His Ala 
370 375 380. 

Pro Ser Val Pro Phe Gin Glu Arg Pro Pro Asp Thr Glu Thr Pro Glu 
385 390 395 400 

Val Asp Glu Asp Gin Glu Asp Gly Asp Lys Arg Trp Asp Pro Asp Ser 
405 410 415 

Asp Met Asp Val Asp Asp Asp Arg Lys Pro lie Pro Ser Arg Val Lys 
420 425 430 

Arg Glu Ala Val Glu Pro Asp Thr Lys Asp Lys Asp Gly Leu Lys Gly 
435 440 445 

He Met Glu Arg Gly Lys Gly Cys Glu Val Glu Val Asp Glu Ser Gly 
450 455 460 

Ser Thr Lys Val Thr Gly Val Asn Pro Val Gly Val Glu Glu Ala Ser 
465 470 475 480 

Val Lys Met Glu Glu Glu Gly Thr Asn Lys Gly Gly Ala Glu Gin Ala 
485 490 495 

Phe Pro Pro Lys Thr 



500 



